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No. Disease ratio p-value

1 |Prostatic Neoplasms 152/952 1.4265E-15
2 |Prostatic Diseases 153/962 1.5902E-15
3 |Genital Neoplasms, Male 153/970 3.4003E-15
4 |Breast Neoplasms 209/1526 4.0867E-14
5 |Breast Diseases 209/1527 4.3932E-14
6 |Genital Diseases, Male 159/1100 2.1571E-12
7 |Neoplasms by Site 354/3186 2.9105E-11
8 |Urogenital Neoplasms 203/1567 3.5196E-11
9 |Neoplasms, Squamous Cell 93/549 5.3557E-11
10 |Leukemia, Myeloid 83/468 6.3083E-11
11 |Urogenital Diseases 208/1640 1.3863E-10
12 |Carcinoma, Small Cell 52/2317 1.5108E-10
13 |Leukemia 138/960 1.5471E-10
14 |Bone Marrow Diseases 96/588 2.1005E-10
15 |[Skin Diseases 252/2105 2.2991E-10
16 [Retinoblastoma 33/116 3.636E-10
17 |Retinal Neoplasms 33/116 3.636E-10
18 |Eye Neoplasms 33/117 4.6587E-10
19 |Myelodysplastic Syndromes 85/504 5.166E-10
20 |[Carcinoma, Squamous Cell 83/488 5.5435E-10
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