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ABA signaling in stress-response and seed development.

Structural basis for the drug extrusion mechanism by a MATE muitidrug
transporter.

Tanaka Y, Hipolito CJ, Maturana AD, Ito K, Kureda T, Higuchi T, Kateh T, Kata HE, Hattori M,
Kumazaki K, Tsukazaki T, Ishitani R, Suga H, Nureki 0.

Nature. 2013 Mar 27,
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Proteclytic system: proteasome (Keiji Tanaka)
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Symbol Syn... Wiki  FullName Org... En
POMP  C13.. Proteasome maturation pr... Ho.
PSMG1 C21... DS Proteasome assembly ch... Ho.
Psmg1 Dscr2 Proteasome assembly ch... Mus,. B
PSMG3 CTo Proteasome assembly ch... Ho,
PSMG4  Céo. Proleasome assembly ch... Ho.
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“ 208 proteolytic core
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