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Amander T. Clark (Cell 161, 1425-1436, 2015)
DNA Demethylation Dynamics in the Human Prenatal Germline

RNA sequencing: n = 9 ovaries and n = 6 testes from 53 to 137 days of life post-fertilization
WGBS: n = 4 pairs of ovaries (57, 67, 113, 113) and n = 2 pairs of testes (59, 137)

Fuchou Tang (Cell 161,1437-1452, 2015)

The Transcriptome and DNA Methylome Landscapes of Human Primordial Germ Cells

RNA sequencing: 233 single PGCs from 15 embryos and 86 neighboring somatic cells from 13 of
the embryos [4 (m,f), 7(m), 8(f), 10(m,f), 11(m,f), 17(f), 19 (m) weeks old]

WGBS: PBAT (7 to 19 weeks old)

M. Azim Surani (Cell 161, 1453-1467, 2015)
A Unique Gene Regulatory Network Resets the Human Germline Epigenome for
Development

RNA sequencing: 14 individual human embryos of Wk 5.5, 7, and 9.

WGBS: PBAT, 14 individual human embryos of Wk 5.5, 7, and 9.
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(Cell 161, 1453-1467, 2015)




AFICHITHERE : ENPSHIRRMNSENEFERRDESE

(Sasaki, Yokobayashi, et al., Cell Stem Cell, 2015)

BLIMP1-tdTomato; ACTA, CHIR for ~2 days
TFAP2C-EGFP incipient mesoderm-like cells
BTAG hiPSCs (XY) (iMeLCs) BMP4, LIF, SCF, EGF
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(Nakamura et al., Nature, 2016)






