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Closest known
species

Methylobacterium extorquens

Variovorax paradoxus
Curtobacterium plantarum
Xanthomonas sp.
Candidatus Competibacter
rcanobacterium haemolyticum
Agrococcus sp.
Nocardioides jensenii

Erwinia pyrifoliae
almonella enterica
aphylococcus epidermidis
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